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<210> 1 
<211> 3082 
<212> DNA 

<213> Homo sapiens 



<400> 1 

ggcgtcgccg 

gaggatcccc 

gcagcaggca 

ggcccggccc 

acgctcagtg 

ggcaagagct 

accatcgagg 

atcctggata 

ggggatgtct 

cgccttcaga 

gcggagctgc 

gtgcccacca 

gtgtcggcca 

aagctgccac 

gccttccacc 

gtctcgccct 

gtccttcggg 

gctggggcgg 

tctccccacc 

cccccgggcg 

gtccacagct 

gagttaggca 

cagaggggtg 

ggacacagaa 

tgggtggcag 

gcctctgcac 

attgagccag 

ccacttagac 

gcccgacagt 

atggaaatca 

ttcagatcca 

tggcctgttt 

gcacaagcgt 



cgcggggaga 
gcgcagtgac 
gctccccgca 
gccattccca 
tgcccgccaa 
ccatcgtgtc 
acttccaccg 
cctctggcaa 
tcatcctggt 
agcagatcct 
ccatggtcat 
ccgaggccga 
agaagaacac 
acgagatgag 
ccaggccctt 
tcgcccgccg 
aaggccaggc 
ggcttggcca 
gaggccccgg 
ctggcctccg 
ccttggtggt 
gagactcaag 
aggattgctg 
ggccagatga 
ctgggagaac 
cccctcccac 
tggactctgt 
cacgcccacc 
tgtgctttgt 
ttgtactgta 
cggcctccac 
gcagctagac 
ggggtgggca 



aagaagccgc 
ccgggagcca 
gctcccggcg 
gccccgagcc 
aaactcatac 
tcgcttcctc 
taaggtatac 
ccaccccttc 
gttcagcctg 
ggaggtcaag 
ctgtggcaac 
gctgctggtg 
caacgtggac 
ccccgccctg 
ctgcatgcgc 
ccccagcgtc 
ccgtgagagg 
gtgccttcag 
cagcagtctt 
cacattcgtc 
ttcatctcct 
ttacaccttc 
cgtcatatgg 
gaaaggtctc 
ttctctccca 
ccccagcaca 
gtctgaaggg 
tcctgaccgc 
tgtggttgca 
aaagcctagt 
ccgggacgcc 
attgacctcc 
ggccaggact 



gcccagcccg 
ccacagactc 
cttccaggca 
atgatgaaga 
cgcatggtgg 
aatggccgct 
aacatccgcg 
cccgccatgc 
gataaccggg 
tcctgcctga 
aagaacgacc 
tcgggcgacg 
gagatgttct 
catcgcaaga 
cgcgtcaagg 
aacagtgacc 
gacaagtgca 
ggaggtggcc 
gttcacagac 
tgccttctca 
ctgtgggagg 
ctctcctggg 
agcctcctgg 
ctctctcctg 
gccctgcaac 
cacacaagtt 
ggcgtggcca 
gttcctcagc 
gctgttttcg 
gactccctcc 
ttcctcctct 
gccattgagc 
gctttttttt 



gcgtcccgag 
tgggaggctc 
gctctctgag 
ctttgtccag 
tgctgggtgc 
ttgaggacca 
gcgacatgta 
gcaggctgtc 
agtccttcga 
agaacaagac 
acggcgagct 
agaactccgc 
acgtgctctt 
tctccgtgca 
agatggacgc 
tcaagtacat 
ccatccagtg 
ccagatgccc 
cttaggcacc 
cagctttcct 
acacatctct 
gttggaagaa 
gacaagcctc 
gcataacacc 
tcttacgctc 
ggcccccagc 
cacctcctag 
ctcctctcct 
tgtcatgtat 
ttggccaggc 
gctcccaaac 
tccacggttt 
aatgctccca 



cagcgcaggg 
ggcggctgga 
ccgtgccaga 
cgggaactgc 
ctctcgggtg 
gtacacaccc 
ccagctcgac 
catcctcaca 
tgaggtcaag 
caaggaggcg 
gtgccgccag 
ctacttcgag 
cagcatggcc 
gtacggtgac 
ctatggcatg 
caaggccaag 
agcgagggat 
actgtgcgca 
agactggagg 
gagtccgctt 
gcagcctcaa 
atgttgatgc 
aggatgaaaa 
cagcttggtt 
tggttcagct 
tgcgcctgac 
accacgccca 
aggtccctcc 
agtagtagaa 
cctcacccag 
agggtttccg 
acagacaatt 
tttcacagag 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 
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gataccaccg 
aaattcaggg 
catttattaa 
ccagtcctgg 
gaggcgggga 
tcagggcggg 
aggcatggtg 
tattttgtat 
gatcttctat 
agcaagtctg 
gctccctctc 
accctctccc 
tatatacaag 
atacctgcac 
ccaaccctgc 
ccttggctgc 
tccgtgtaca 
aaaaaaaaaa 
aaaaaaaaaa 



agactcggag 
tacagctcca 
gcacctactg 
cctctgcccg 
ggagcagctg 
tcttctcctt 
ggttttgaac 
tttaatctct 
tgggtctttc 
tgggtggcag 
ttgatgcttg 
tagatcagtc 
tacacacaga 
ctgcacccca 
ctctgtcccc 
accggtgtgt 
ctatcaataa 
aaaaaaaaaa 
aaaaaaaaaa aa 



gggacacgat 
cctagaacca 
ggtgctgggt 
cccctgctgc 
ggacccagaa 
gtgcccggga 
ccataaacca 
ctaaacatat 
tgaggttcag 
aagcaagcta 
gcccctgggg 
tgtgagggtc 
tgtacacaca 
gccttggccc 
ttccccaccc 
ggcccgctct 
aagtgggttt 
aaaaaaaaaa 



gagcaccagg 
ggctgccctc 
tcactgtgtc 
cccaccacct 
ctgagcctgg 
ttgggctatg 
aaggcccttg 
tgaagtttta 
agagggtaag 
gcgctgggca 
ccttcagggc 
cctgtagata 
gatgtacaca 
ctgcctgcgt 
actgcctgag 
cacccaggca 
gttacaaaaa 
aaaaaaaaaa 



ccccaccttt 
tactgtgctc 
ctaggaaacc 
tctgcacaca 
gagggatccg 
ctgggtacca 
tcatcagctc 
gggccctaag 
taacttcctc 
ttcagtacat 
tttgggacat 
ttgtgtacac 
tgctccagcc 
ctgtgctcaa 
ccttctgagc 
cagccccgcc 
aaaaaaaaaa 
aaaaaaaaaa 



gtcccctagc 
gttcctcaag 
aagagggtcc 
cagcggtggg 
acagaaaagc 
ccatgtactc 
ttaacaagta 
gaaccttagt 
caggtcacac 
accacgatgt 
cttgtcctca 
catgcccatg 
ccagctctgc 
agcagcagct 
agaccaggta 
accatggatc 
aaaaaaaaaa 
aaaaaaaaaa 



2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3082 



<210> 2 

<211> 266 

<212> PRT 

<213> Homo sapiens 



<400> 2 

Met Met Lys Thr 
1 

Lys Asn Ser Tyr 
20 

Ser Ser lie Val 
35 

Thr Pro Thr lie 
50 

Asp Met Tyr Gin 
65 

Pro Ala Met Arg 

Val Phe Ser Leu 
100 

Gin Lys Gin lie 
115 

Glu Ala Ala Glu 
130 

Gly Glu Leu Cys 
145 

Ser Gly Asp Glu 

Thr Asn Val Asp 
180 

Pro His Glu Met 
195 

Gly Asp Ala Phe 
210 

Met Asp Ala Tyr 
225 

Asn Ser Asp Leu 



Leu Ser Ser Gly 
5 

Arg Met Val Val 

Ser Arg Phe Leu 
40 

Glu Asp Phe His 
55 

Leu Asp lie Leu 
70 

Arg Leu Ser lie 
85 

Asp Asn Arg Glu 

Leu Glu Val Lys 
120 

Leu Pro Met Val 
135 

Arg Gin Val Pro 
150 

Asn Ser Ala Tyr 
165 

Glu Met Phe Tyr 

Ser Pro Ala Leu 
200 

His Pro Arg Pro 
215 

Gly Met Val Ser 
230 

Lys Tyr lie Lys 



Asn Cys Thr Leu 
10 

Leu Gly Ala Ser 
25 

Asn Gly Arg Phe 

Arg Lys Val Tyr 
60 

Asp Thr Ser Gly 
75 

Leu Thr Gly Asp 
90 

Ser Phe Asp Glu 
105 

Ser Cys Leu Lys 

lie Cys Gly Asn 
140 

Thr Thr Glu Ala 
155 

Phe Glu Val Ser 
170 

Val Leu Phe Ser 
185 

His Arg Lys lie 

Phe Cys Met Arg 
220 

Pro Phe Ala Arg 
235 

Ala Lys Val Leu 



Ser Val Pro Ala 
15 

Arg Val Gly Lys 
30 

Glu Asp Gin Tyr 
45 

Asn lie Arg Gly 

Asn His Pro Phe 
80 

Val Phe lie Leu 
95 

Val Lys Arg Leu 
110 

Asn Lys Thr Lys 
125 

Lys Asn Asp His 

Glu Leu Leu Val 
160 

Ala Lys Lys Asn 
175 

Met Ala Lys Leu 
190 

Ser Val Gin Tyr 
205 

Arg Val Lys Glu 

Arg Pro Ser Val 
240 

Arg Glu Gly Gin 



245 250 255 

Ala Arg Glu Arg Asp Lys Cys Thr lie Gin 
260 265 



<210> 3 
<211> 11221 
<212> DNA 

<213> Homo sapiens 
<400> 3 

ctctctgact ctttgcctcc tctctgactc cctgcctcct ctctctgtct ccctgcctcc 60 

tctgtctgac tccctgcctc ccctctctgt ctcactgcct cctctctctg actctctgcc 120 

tcctctctct gactccctgc ctcctctctc tgattccctg cctctttgac cctctgcctc 180 

ctctctttga ctccctgcct cctctctccg attctctgcg tctttgactc cctgcctcct 240 

ctctctgact ccctgaagct cattcagtca ttgctatcaa ctcgtctgta ccaagctcta 300 

ggctggaggc tgggcagggc aatgatggag acaaatactg tccctgggag cttctggccc 3 60 

ctttcccatc ctgtttagac agaagtgacc gccagcagag tcaagctgtc tgcagaagga 420 

cttggggagg gggctgtcat ggggtagggc ttctttcccc ccatctctgc tgaaggccca 480 

ggctggctga gacagccccg gcagagactg agaagggctc cctgctgtgg tctggcagcc 540 

ccctctccac cctcctctct ctcatttcct gcctcccaca cgtatgccct gggcacctca 600 

tcagggctgc cctaggggag ggccctcctt ggcacagccc ctgggccagt caggtggttg 660 

aggctgagga gagaaggtcc cagagtgggg cttcaggcaa acccaaagac agagcccttt 720 

gccatttgat gaatgcacag accctttatt gagcccctgc tctgttcatg gcatggcagt 780 

tttgtgggat aaattcaaag acagctttag gtgggagctg ggtgggggat gtgggggtct 840 

taggcttgaa ctactaccca gcctcctttg ttaaccaagt agctagtcac gtagccttct 900 

gagctcgggg cagaccacct gggatcaaac ctctcctctg ctggttactg gctgtgcaac 960 

tgtaagcaag taatttaacc tctctgtgcc tcagtttcct catctgtaaa ttggagaata 1020 

acaccacctg ctttctgggg ttatgaaggg agaaataggt taacatgtgt gcagcactta 1080 

gaacactctg gcatatttta gctgcaaaat gaatgccagc tatgattatt tctatactta 1140 

gtgcggggct tggcacactg catgggctca agtggcagca gttgtcgtcc ttgtggctcc 12 00 

aggcctgggg tccgccgtgt gctgagctgg cttattgtgc acgtcccttt gtgattcatt 1260 

catcgaagtc acattagtag cttagaagtg accgtagtgg gagcatttac gccatggaaa 132 0 

ttggcaatag ggcttttaac aaaggtattt ttgagagccg gtttcctgca cagaggctgg 1380 

tagttgggca gggtgagcag atccagatgt gtgccaggga ctcgcacgca ggcaatctct 1440 

ccacctccag tggccatctc agaccttagc ttcatgatag ccaggaagcg atggtgttgg 1500 

aaagcgcctt gggtcaatgg gcgaggcact caaggaaacc gacttggggc atcctggggt 1560 

ggggaccgag tttgggcaca tacagccctt tgtgtgaatt taaaaacagt gccttttcct 162 0 

ctacacaaga tgccctttcg tctgggatac agcccccacc tctgggatgc agcccccact 1680 

tgcccaccca gccatgcgcc ttgtgcagta tccaacctgc acaacctgtg gcagcctgtg 174 0 

gaagaccgag gggattgata tttcagcagg cctgtgccca tttgcagttc aggggctgga 1800 

aagctctcct ctggagaggg gagggattcc tgcaagggtg aggagatcag agaggccttc 1860 

agagagcagg tggcacttga gccagaccct gaaacataag gggaagaggg tgttctgcag 192 0 

aggggtggca tgagcaaagg agtggaggct gatctcagca gagctcaaac tgacgagggt 1980 

gactggggtc aggggttctg gggcggggat tctggtgggc gctaaggtag gaaaggaggg 204 0 

agggctgggc tgtgaagagc ctttggggtg agcctggtgg agcctgcggg tttgcttata 2100 

caagagcttg gatccatgtc ggcctctttc atgaggtcaa gaggctccca tagaaagctc 2160 

tgagtttgcc ccagaaccat aacccttgga gatgggaggg aagcttgagc cagccatggg 222 0 

tcgttcccca ttccacatcc tctactccgg gcctctgggt ctcctggagg caagtaaaca 2280 

cctagggcct gggaggcaaa aatatccggg caggtcatgg agcggaggga gcccgccaga 234 0 

tgcagagcac aggtctaaag gtgggtcctc ctgaggtggc tgcaggagca accccaggca 2400 

ttgggcttgg agcatgcggt gtggacatag ccttcccttc ttcccaggag ggctgaatgg 2460 

ccacagaacc accccctgcc ccaggcttaa gaaatgcatg ctagtgcctt ccccatgtct 2520 

tatcctagaa tcacaggctc cgggaaagcc agatggatga accagggaaa gaacggattc 2580 

tcaccataga taccattttt gagatttcac catgtgctga gccctttgca acaactctat 2640 

gaattgggct cattttgcag atgagaaaag tgacttctag agaggttaag ctactagccc 2700 

aagatcagta gctagaggca aggcaaggat tcaaatccca ggagtccggt gcttgcataa 2760 
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atgaaaggat gaatgaacgg atattgagtg agtgagtgga tgaaggaagg agtaaaggag 2820 
agggcatgaa tgaatgagag ggtagaactc caagacccct tagaacctcg tctgatgttc 2 880 
ccattttaca gacagaaaac tgagtcctag acagaggcct agaggaggcc aagaggtggt 2940 
ggggccaggt cgggggggcc ctgatgcctg cttctctcgc tttgttgcag ccccgagcca 3 000 
tgatgaagac tttgtccagc gggaactgca cgctcagtgt gcccgccaaa aactcatacc 3060 
gcatggtggt gctgggtgcc tctcgggtgg gcaagagctc catcgtgtct cgcttcctca 312 0 
atggccgctt tgaggaccag tacacaccca ccatcgagga cttccaccgt aaggtataca 3180 
acatccgcgg cgacatgtac cagctcgaca tcctggatac ctctggcaac caccccttcc 3240 
ccgccatgcg caggctgtcc atcctcacag gtgaggccca ctggtgcctg ggctggggcg 3300 
gcagggccag ggcatgggtg cggagtgtgc tgggcacttg gcagtttgca tagacttgca 3360 
tagccatcgt ctgagacagg cgtcatccct gcacaatgag gctcagagag gttttgccat 3420 
gtgctggaaa tagtgatgaa gtcgggggcc ccgattccat tctgttagac tccagatcga 34 80 
ttactcatgg ctgtcggggc cgccttccag atcaggagct gataccagca tgccccaggg 3540 
atattccttt ctagggaaca gaatgatgcc ctggctgctg ctttccttct ccggaagatg 3600 
acccaccaga gctccagggc ccaaggtcag tccacggggc tcaggtctcc cacaccccag 3660 
gcctttgcca cctcctagag aggtaagggc aggacccagg cagtgatcac caaagggaag 3 72 0 
ggggcttggt catggtcata gtgatggtga tggcactagc tgacacttat cagaagctat 3780 
gggcctggcc ctgttcttag agcttggcat gtagtttttt ttgaaacaga gtctcgctct 3840 
gtcacccagg ctggagtgca gtggcgcgat ctcggctcac tgcaacctct gcctcccggg 3 900 
ttcaagcgat tctcctgcct cagtccccca agtagctggg actacaggca cgtgccacca 3 960 
tgcccggcta attttttgta tttttactag agacgggatt tcaccatgtt agccaggatg 4020 
gtctcgatct cctgacctcg tgatctgcct acctcagcct cccaaagtgc tgagattaca 4080 
ggcgtcagcc accgcggcca gccagcatgt agttatttaa ccctcacagt aaatagttat 4140 
tcattccctt tttacaggtg gggaaactga agcccagaga ggttaagtaa ctcactccag 4200 
tggtagcaca gctcgtaaag gcagtctgct tttgtgcttt cagacaaagc cataccacag 4260 
cctctcagcc ctgctgggaa gggtgaggag ggacagggag gttgggggga agaaggggtg 4320 
agtggagctg aggggctgtg cccttgttta cactgcatta gcatggtagc taagaggaca 4380 
agcccgggac ccagcacctg ggtgtgagcc ctggttccgc tgcttcctgg ctttgtacct 4440 
cgaggcaagg gattttatct ccttgtgtct cagcactctc atctgtaaga ctgcaccaca 4500 
tcaacactca tcctaaaggg actgtgagac ttaaatgaat gaatatatgt aaggcgcttg 4560 
gtgagcagat agtaaatgca caataaatcc ccaagtcttc tgttgagtca gcatttgcaa 4 62 0 
gtgggcctgc tacgggttac acgatcattt cccaagtcac gcccctgaag ttgctgagca 4 680 
gggataaggg aaggagtgag caggcaactc tctaggcatc attcagataa ccccccaact 4 74 0 
gaggtacttc tatacagaga aacccatgcc actcccagcc ctgctgccgc cttgaggcca 4 800 
agactgaggc tgcggggtgg cccctccttg agtgctttct cttccaggct ggcttttccg 4860 
agcatctgac ccagacagca gtcaagttct ccgctccacc ccgagttttg gagaaggggc 4 92 0 
atgtagatag gagagccctg ggtcgacctg tgttcgaatc cttgctgggc ctcttggctt 4 980 
aaatgtgtga ccagaggcac atgcatcctg tctgagtctc agcctcccca gccacacagt 5040 
gggcttaacc tcataccccg cagggaggct gtgaggactg caagaaggct tgtggcggga 5100 
gcttccagca cgtgacgggt attgcattgg tgtcagctcc cccagccttg gggaggggac 5160 
tgggtacccg ctgcaatgaa taaggctaat gacagaggga aggagagggg agatgtagag 522 0 
aggaagcaca tgcatatttt cagcattaat tttcagtgac acaagtaata cccaaacaca 5280 
ccctcctgca aacgctacag ataaagctaa tgcccctttg acccatgtcc ccaatcccag 5340 
gctcctgccc ctgccccgga ggtggccacc ctggcagtct ggcatggagc cttccgggcc 54 00 
tccgtgacta caccggcatt cgtatttgta tccccacaat ggagagtatt tttgtctgtc 5460 
tcttttttat ggcgcatatc attctgagca cagctgtctg atgcttgttt ttttttcaca 5520 
caccaacccg tgcctcattt tccaacctgg tggaacctca ttttttcaac ctcattttcc 5580 
tgctgctcag gaaattctga aagccattaa ttccactgcc agctcttctt ccagctgcca 5640 
gacgggccga tctctgatgc ttggcatcgc agtctcgcat ttgaatatgt caaggccacg 5700 
agtcctcagg ggccccggat tagcctaacg ggatggggtt tggcagccca agcaggaaga 5760 
gttgccaagc tgacgctgcc tcgcaagtgc ctttcagaag agcccacact gcagttccct 5820 
ccatcacctc ccatccattc aggcttcctt ggttaacact gactgtgtgc caggccctgg 5880 
ggagaccagg acgagtgggt gatggaaccc ttctctgtgc ccgagctgtt tggagcacac 594 0 
ctttgatctg gacaccattc tgaatgtgcc atgtgccatt aaatgggggt aaatgatgtg 6000 
ctctgggggt gcagaggaag gtggcagcca ttctgccaga agctggaact ggttgcttct 6060 
cttctcaaga atttgggcca attgctgatt cctctgggcc tcagtttcct catctgtgag 6120 
acagggatct tgtcacacca caaggctatc aagagtttga gcaaaagtgg ttggacgcag 6180 
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tggctcatgc ctgtaatccc agctctttgg gaggccgagg tgggcagatc tcttgaggtc 6240 
aggagttcaa gaccagcctg gctaacacag tgaaacaccg tctctactaa aaaatacaaa 6300 
aaattagcca ggtgtggtga tgggcacctg taatcccagt tactcgggag gctgaggcag 6360 
gagaatctct tgaacccagg aggtggaggt tgcagtgagc tgagatcttg ccattgcatt 64 2 0 
ccaggctggg caacaagagt gaaactctgt ctcagaaaat aaataaataa ataaataaaa 6480 
aatagctagg catggtgaca ggcgcctgta atcccagctg ctccagaggc tgaggcagga 6540 
gaatcgctta aacccaggag gtggaagttg cagtgagcca agatcacacc actgcactcc 6600 
agcctgggcc acagagaaag actccatctc aaaaaaaaaa aaaaaaaaaa aaaaagttta 6660 
agcaaaagtg aggaaggtgc ttattaaaag ctggaaatca ggatggaggt accagtccag 6720 
acagcctccc caccacccca ccgtctccac agcagcccct gtttcagatt cacaagcctg 6780 
ccttgagtga tgcagtgagt tatcctggag gcagtgtggg ccttggaggc cagcactcac 6840 
tttttcatcc tatgatttat ttgagaagca gagagcacct accgggtgcc aggaacgagc 6900 
taggtgagaa cagaatcagg tagaaatctc agcctagcca cacggaagct gtgtgatctt 6960 
gggcaggctg catacccttt ctgagcctca gtttgctcac ctgtaatgca aaggtaacaa 7020 
aatcttgaca gaggcatagt gaggaatcaa gagaacaacg ggcctggagc atacacccag 7080 
tgcttagccc ccagtaggcc ctcactctca tcattactga cacctgaggt cactgagcat 7140 
gtgccactgt ccattcatta tcttgcataa ctcccaaaat catcctgcaa ggtaatattt 7200 
catcttcatg aaacagacag agaaactgag gttacagagg tttcgtgatc tgcccaagtc 7260 
tgctggcagc taagcggatg aggccagatg caaactaggc attgagcaag acaggcagga 7320 
cccctgctct catagaaatg atttttatta ttatctgaac acagtccaca caagtgacct 7380 
acccctctcc agccctgcaa agaaatgtga agtgagttaa ctgtatttga accaagtggt 744 0 
ccacgtgtta gctatgcgac tgtgaacagg ggcttcaacc ccctcagcct cagtttcctg 7500 
tcctggaaaa taatcgcagg gagaataatc gcagctaccc cgaagagtcg ctgtgtaggt 7560 
taaagcagtt atgccgcata actgcttcag ggcacctgtg actcccagct cttagggctg 762 0 
atgttctgtg gccagaggag ggcaggggtt gcagctggcc ggtgaactca ctacctgggc 7680 
tctctccctg caggggatgt cttcatcctg gtgttcagcc tggataaccg ggagtccttc 774 0 
gatgaggtca agcgccttca gaagcagatc ctggaggtca agtcctgcct gaagaacaag 7800 
accaaggagg cggcggagct gcccatggtc atctgtggca acaagaacga ccacggcgag 7860 
ctgtgccgcc aggtgcccac caccgaggcc gagctgctgg tgtcgggcga cgagaactgc 792 0 
gcctacttcg aggtgtcggc caagaagaac accaacgtgg acgagatgtt ctacgtgctc 7980 
ttcagcatgg ccaagctgcc acacgagatg agccccgccc tgcatcgcaa gatctccgtg 8040 
cagtacggtg acgccttcca ccccaggccc ttctgcatgc gccgcgtcaa ggagatggac 8100 
gcctatggca tggtctcgcc cttcgcccgc cgccccagcg tcaacagtga cctcaagtac 8160 
atcaaggcca aggtccttcg ggaaggccag gcccgtgaga gggacaagtg caccatccag 822 0 
tgagcgaggg atgctggggc ggggcttggc cagtgccttc agggaggtgg ccccagatgc 8280 
ccactgtgcg catctcccca ccgaggcccc ggcagcagtc ttgttcacag accttaggca 834 0 
ccagactgga ggcccccggg cgctggcctc cgcacattcg tctgccttct cacagctttc 8400 
ctgagtccgc ttgtccacag ctccttggtg gtttcatctc ctctgtggga ggacacatct 8460 
ctgcagcctc aagagttagg cagagactca agttacacct tcctctcctg gggttggaag 852 0 
aaatgttgat gccagagggg tgaggattgc tgcgtcatat ggagcctcct gggacaagcc 8580 
tcaggatgaa aaggacacag aaggccagat gagaaaggtc tcctctctcc tggcataaca 864 0 
cccagcttgg tttgggtggc agctgggaga acttctctcc cagccctgca actcttacgc 8700 
tctggttcag ctgcctctgc accccctccc acccccagca cacacacaag ttggccccca 8760 
gctgcgcctg acattgagcc agtggactct gtgtctgaag ggggcgtggc cacacctcct 8820 
agaccacgcc caccacttag accacgccca cctcctgacc gcgttcctca gcctcctctc 8880 
ctaggtccct ccgcccgaca gttgtgcttt gttgtggttg cagctgtttt cgtgtcatgt 8940 
atagtagtag aaatggaaat cattgtactg taaaagccta gtgactccct ccttggccag 9000 
gccctcaccc agttcagatc cacggcctcc acccgggacg ccttcctcct ctgctcccaa 9060 
acagggtttc cgtggcctgt ttgcagctag acattgacct ccgccattga gctccacggt 912 0 
ttacagacaa ttgcacaagc gtggggtggg caggccagga ctgctttttt ttaatgctcc 9180 
catttcacag aggataccac cgagactcgg aggggacacg atgagcacca ggccccacct 924 0 
ttgtccccta gcaaattcag ggtacagctc cacctagaac caggctgccc tctactgtgc 9300 
tcgttcctca agcatttatt aagcacctac tgggtgctgg gttcactgtg tcctaggaaa 9360 
ccaagagggt ccccagtcct ggcctctgcc cgcccctgct gccccaccac cttctgcaca 942 0 
cacagcggtg gggaggcggg gaggagcagc tgggacccag aactgagcct gggagggatc 9480 
cgacagaaaa gctcagggcg ggtcttctcc ttgtgcccgg gattgggcta tgctgggtac 9540 
caccatgtac tcaggcatgg tgggttttga acccataaac caaaggccct tgtcatcagc 9600 
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tcttaacaag 
aggaacctta 
tccaggtcac 
ataccacgat 
atcttgtcct 
accatgccca 
ccccagctct 
aaagcagcag 
gcagaccagg 
ccaccatgga 
tgcccatgtg 
gcctttccct 
caccttcaag 
tccttcagcc 
aagaaggggc 
attcctgtac 
ccaagcctgg 
agtatcctcc 
caaatgccaa 
cctgcgtgtg 
tgtgaagtga 
gccctgacca 
ggaggaagtc 
cctatcaccc 
agagagctca 
acaccagagg 
aaccatctgt 
9 



tatattttgt 
gtgatcttct 
acagcaagtc 
gtgctccctc 
caaccctctc 
tgtatataca 
gcatacctgc 
ctccaaccct 
taccttggct 
tctccgtgta 
tattttttgt 
cccaaaatgc 
tgtaagtgtg 
tggccctcct 
ccccgtggac 
agcagcaatt 
ggctggggct 
aacgcacagg 
gcgtgggcag 
atggatttgt 
gacaggatgt 
acacggaatg 
agtgaggtaa 
agccccgagg 
atatcttgtc 
ctgtctgatt 
gcttttgatc 



attttaatct 
attgggtctt 
tgtgggtggc 
tcttgatgct 
cctagatcag 
agtacacaca 
acctgcaccc 
gcctctgtcc 
gcaccggtgt 
cactatcaat 
atttccaaga 
acctgccgtg 
gggagagggg 
gggtcctccg 
cattagctcc 
tcacccgcag 
gctactctca 
atgcccctcc 
ccttacttag 
tggaccacat 
gggtgaggat 
tgccccctgg 
aatactccct 
gaagcccact 
caagatggca 
tccgtctggc 
agcaaatgcc 



ctctaaacat 
tctgaggttc 
agaagcaagc 
tggcccctgg 
tctgtgaggg 
gatgtacaca 
cagccttggc 
ccttccccac 
gtggcccgct 
aaaagtgggt 
ggaggtgtgc 
taccctggcc 
gataagtccc 
ggtgtgtgta 
aggaggatct 
gggacagttg 
tctggtgggt 
acccccaccc 
actcacccca 
tctggacgga 
ggaaagtgga 
gactgagagg 
gtgtgtttta 
catgttcacc 
cagctggtga 
tgaagaaaga 
accagcagga 



attgaagttt 
agagagggta 
tagcgctggg 
ggccttcagg 
tccctgtaga 
cagatgtaca 
ccctgcctgc 
ccactgcctg 
ctcacccagg 
ttgttacaaa 
ccctttccag 
ctgagggtca 
ccagatggaa 
ccgaggtgtc 
ccgtgtctga 
gcaatctctg 
ggaggccagg 
cactgagaat 
ggggctggga 
acccacagca 
ggctgaggga 
cttccctggg 
cccagcgagt 
ccatctgagc 
agtggcagat 
ttttgcatca 
tcagggagcc 



tagggcccta 
agtaacttcc 
cattcagtac 
gctttgggac 
tattgtgtac 
catgctccag 
gtctgtgctc 
agccttctga 
cacagccccg 
gccgtgtcct 
accaaagctg 
gcactgagtc 
ggtgatgccc 
tgtgtccaca 
gttctttgtg 
gaaacctttt 
gacaccattc 
tatctggcct 
cacgccccca 
taagcactcc 
gaaggtctgg 
cagagggaaa 
ctcacgccat 
atttaggctc 
cagagattca 
gggaggtgga 
aggccataaa 



9660 

9720 

9780 

9840 

9900 

9960 

10020 

10080 

10140 

10200 

10260 

10320 

10380 

10440 

10500 

10560 

10620 

10680 

10740 

10800 

10860 

10920 

10980 

11040 

11100 

11160 

11220 

11221 



<210> 4 

<211> 266 

<212> PRT 

<213> Homo sapiens 



<400> 4 
Met Met 
1 

Lys Asn 

Ser Ser 

Thr Pro 
50 

Asp Met 
65 

Pro Ala 

Val Phe 

Gin Lys 

Glu Ala 
130 
Gly Glu 
145 

Ser Gly 



Lys 

Ser 

He 

35 

Thr 

Tyr 

Met 

Ser 

Gin 
115 
Ala 

Leu 

Asp 



Thr 

Tyr 

20 

Val 

He 

Gin 

Arg 

Leu 
100 
He 

Glu 

Cys 

Glu 



Leu 

5 
Arg 

Ser 

Glu 

Leu 

Arg 

85 

Asp 

Leu 

Leu 

Arg 

Asn 
165 



Ser Ser 

Met Val 

Arg Phe 

Asp Phe 
55 

Asp He 
70 

Leu Ser 

Asn Arg 

Glu Val 

Pro Met 
135 
Gin Val 
150 

Cys Ala 



Gly 

Val 

Leu 

40 

His 

Leu 

He 

Glu 

Lys 
120 
Val 

Pro 

Tyr 



Asn 

Leu 

25 

Asn 

Arg 

Asp 

Leu 

Ser 
105 
Ser 

He 

Thr 

Phe 



Cys Thr 
10 

Gly Ala 

Gly Arg 

Lys Val 

Thr Ser 
75 

Thr Gly 
90 

Phe Asp 

Cys Leu 

Cys Gly 

Thr Glu 
155 
Glu Val 
170 



Leu 

Ser 

Phe 

Tyr 

60 

Gly 

Asp 

Glu 

Lys 

Asn 
140 
Ala 

Ser 



Ser 

Arg 

Glu 

45 

Asn 

Asn 

Val 

Val 

Asn 
125 
Lys 

Glu 

Ala 



Val 

Val 

30 

Asp 

lie 

His 

Phe 

Lys 
110 
Lys 

Asn 

Leu 

Lys 



Pro Ala 
15 

Gly Lys 

Gin Tyr 

Arg Gly 

Pro Phe 

80 
He Leu 
95 

Arg Leu 

Thr Lys 

Asp His 

Leu Val 
160 
Lys Asn 
175 



6 



Thr 


Asn 


Val 


Asp 


Glu 


Met 


Phe 


Tyr 


Val 


Leu 


Phe 


Ser 


Met 


Ala 


Lys 


Leu 








180 










185 










190 






Pro 


His 


Glu 


Met 


Ser 


Pro 


Ala 


Leu 


His 


Arg 


Lys 


He 


Ser 


Val 


Gin 


Tyr 






195 










200 










205 








Gly Asp 


Ala 


Phe 


His 


Pro 


Arg 


Pro 


Phe 


Cys 


Met 


Arg 


Arg 


Val 


Lys 


Glu 




210 










215 










220 










Met 


Asp 


Ala 


Tyr 


Gly 


Met 


Val 


Ser 


Pro 


Phe 


Ala 


Arg 


Arg 


Pro 


Ser 


Val 


225 










230 










235 










240 


Asn 


Ser 


Asp 


Leu 


Lys 


Tyr 


He 


Lys 


Ala 


Lys 


Val 


Leu 


Arg Glu Gly 


Gin 










245 










250 










255 




Ala 


Arg 


Glu 


Arg 


Asp 


Lys 


Cys 


Thr 


He 


Gin 




















260 










265 
















<210> 5 






























<211> 266 




























<212> PRT 




























<213> Rattus norvegicus 






















<400> 5 






























Met 


Met 


Lys 


Thr 


Leu 


Ser 


Ser 


Gly 


Asn 


Cys 


Thr 


Leu 


Asn 


Val 


Pro 


Ala 


1 








5 










10 










15 




Lys 


Asn 


Ser 


Tyr 


Arg 


Met 


Val 


Val 


Leu 


Gly 


Ala 


Ser 


Arq 


Val 


Gly 


Lys 








20 










25 










30 






Ser 


Ser 


He 


Val 


Ser 


Arg 


Phe 


Leu 


Asn 


Gly 


Arg 


Phe 


Glu 


ASP 


Gin 


Tyr 






35 










40 










45 








Thr 


Pro 


Thr 


He 


Glu 


Asp 


Phe 


His 


Arg 


Lys 


Val 


Tyr 


Asn 


He 


His 


Gly 




50 










55 










60 










Asp 


Met 


Tyr 


Gin 


Leu 


Asp 


He 


Leu 


Asp 


Thr 


Ser Gly 


Asn 


His 


Pro 


Phe 


65 










70 










75 










80 


Pro 


Ala 


Met 


Arg 


Arg 


Leu 


Ser 


He 


Leu 


Thr 


Gly Asp 


Val 


Phe 


He 


Leu 










85 










90 










95 




Val 


Phe 


Ser 


Leu 


Asp 


Ser 


Arg 


Glu 


Ser 


Phe 


Asp 


Glu 


Val 


Lys 


Arg 


Leu 








100 










105 










110 






Gin 


Lys 


Gin 


He 


Leu 


Glu 


Val 


Lys 


Ser 


Cys 


Leu 


Lys 


Asn 


Lys 


Thr 


Lys 






115 










120 










125 








Glu 


Ala 


Ala 


Glu 


Leu 


Pro 


Met 


Val 


He 


Cys 


Gly Asn 


Lys 


Asn 


Asp 


His 




130 










135 










140 










Ser 


Glu 


Leu 


Cys 


Arg 


Gin 


Val 


Pro 


Ala 


Met 


Glu 


Ala 


Glu 


Leu 


Leu 


Val 


145 










150 










155 










160 


Ser 


Gly 


Asp 


Glu 


Asn 


Cys 


Ala 


Tyr 


Phe 


Glu 


Val 


Ser 


Ala 


Lys 


Lys 


Asn 










165 










170 










175 




Thr 


Asn 


Val 


Asn 


Glu 


Met 


Phe 


Tyr 


Val 


Leu 


Phe 


Ser 


Met 


Ala 


Lys 


Leu 








180 










185 










190 






Pro 


His 


Glu 


Met 


Ser 


Pro 


Ala 


Leu 


His 


His 


Lys 


He 


Ser 


Val 


Gin 


Tyr 






195 










200 










205 








Gly 


Asp 


Ala 


Phe 


His 


Pro 


Arg 


Pro 


Phe 


Cys 


Met 


Arg 


Arg 


Thr 


Lys 


Val 




210 










215 










220 










Ala 


Gly 


Ala 


Tyr 


Gly 


Met 


Val 


Ser 


Pro 


Phe 


Ala 


Arg 


Arg 


Pro 


Ser 


Val 


225 










230 










235 










240 


Asn 


Ser 


Asp 


Leu 


Lys 


Tyr 


He 


Lys 


Ala 


Lys 


Val 


Leu 


Arg Glu Gly 


Gin 










245 










250 










255 




Ala 


Arg 


Glu 


Arg 


Asp 


Lys 


Cys 


Ser 


He 


Gin 




















260 










265 

















<210> 6 



7 



<211> 7 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (1) . . . (7) 

<223> Xaa = Any Amino Acid 

<400> 6 

Gly Xaa Xaa Xaa Xaa Gly Lys 
1 5 



<210> 7 

<211> 5 

<212> PRT 

<213> Homo sapiens 

<400> 7 

Asp Thr Ala Gly Gin 
1 5 



<210> 8 
<211> 4 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (1) . . . (4) 

<22 3> Xaa = Any Amino Acid 

<400> 8 

Asn Lys Xaa Asp 
1 



<210> 9 

<211> 5 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (1) . . . (5) 

<22 3> Xaa = Any Amino Acid 



<400> 9 

Glu Xaa Ser Ala Xaa 
1 5 



